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| 1. Title: Gapped BLAST and PSI-BLAST: a new generation of protein database search
programs
Author(s): Altschul, SF; Madden, TL; Schaffer, AA; et al.
Source: NUCLEIC ACIDS RESEARCH Volume: 25 Issue: 17 Pages: 3383-3402 DOI:
10.1093/nar/25.17.3389 Published: SEP 1 1997
Times Cited: 31,470 (from Web of Science)
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Copyright ©2005-2011. all Rights Reserved. Substantial duplication is not permitted. We encourage
wide use of this resource, but until it is complete it should not be used to represent a synthesis for
any taxonomic group. Currently large scale, automated, data-mining is not permitted. Consult the
authors if you have any questions about appropriate use, or if you plan to publish results from the

database.

| Science Magazine

SCienCe AMAS.ORG | FEEDBACK | HELP | LIBRARIANS

NEWS SCIENCE JOURMNALS CAREERS BLOGS & COMMUNITIES MULTIME

SCIEHCE The World's Leading Journal of Original Scientific Research. Global Mews, and Commentary.

Sclence Home  cyrrent lssye  Provious issues  Sclence Express  Sclence Products My Science  About the Joum
Home > Science Magazine > 16 March 2012 > Leptin, 335 (6074): 1279

Register for Free or Subscribe/Join AAAS to View Full Text.

The content you reguested requires free registration or a subscription to this site. If you already have a us

EDITORIAL:
Open Access—Pass the Buck
Leptin
Science 16 March 2012: 1279,
DOI:10.1126//science. 1220395

View Fr umm

How Do | Get Access?

CC-BY-SA: http://commons.wikimedia.org/wiki/User:Georgy90

e AAAS members activate your Receive full access to A
User Name: | FREE subscription to ALL Science content since 1
mmwora | Science content since 1880, as well as ScienceNOW,
: as well as ScienceNOW, the SAGE KE Archive and
m SAGE KE Archive and AdASMember.org
AAASMember.org .

http://www.flickr.com/photos/dullhunk/6840653944/sizes/z/in/photostream/
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Long tall of scientific data
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GenBank (sequences)

/ PDB (protein sequences)

Data volume

Science projects and initiatives
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DRYAD

Submit Data Nowl!
See how to submit

Login or Register

Authors
Journal Title

Depositing Data

Using Data

Dryad Members

Jourmnal Archiving Policy
About Dryad

Dryad Blog

Dryad Documentation

Dryad is a nonprofit organization and an international Recent Posts from the Dryad Blog
repository of data underlying scientific and medical

publications. o Got data in Dryad? Let your website readers
The scientific, educational, and charitable mission know.

of Dryad is to promote the availability of data o Lee Dirks: friend, colleague and information
underlying findings in the scientific literature for scientist par excellence

research and educational reuse. o The Joumnal of Heredity adopts the Joint Data

The vision of Dryad is a scholarly communication Archiving Policy in full

system in which learned societies, publishers,

institutions of research and education, funding

bodies and other stakeholders collaboratively sustain and promote the preservation and reuse of data
underlying the schelarly literature.

As of Dec 10, 2012, Dryad contains 2387 data packages and 6463 data files, associated with articles in
176 journals.

Recently Published Data

Popat R, Crusz SA, Messina M, Williams P, West SA, Diggle SP {2012) Data from:
Quorum sensing and cheating in bacterial biofiims. Proceedings of the Royal Sociefy B
doi:10.5061/dryad.vgOb5

Caravas J, Friedrich M (2012) Data from: Shaking the Diptera tree of life: performance
analysis of nuclear and mitochondrial sequence data partitions. Systematic Enfomoelogy
doi:10.5061/dryad.f7m5t

Heflev T. Hvanstrom S. Giladorf . Clements GC. Clements M. Tvre A. Baasch 0.
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Submitting data to Dryad consists of three simple steps: m

1. Describe your publication e e o e
2. Upload and describe your data files e e
3. Approve data for publication - . =
- s fle Seaatrigrliows
i ngmmass
et P o
o {L:‘:.,“:: LT T
'-'I;';"" Fre sem - v | apsaweiations uhed i e dus s | Dly ooa Basohls Bis e

Select Your Article Status:
All data in Dryad must be associated with an article or other publication. Please select the status of your article.

) Published
' Accepted

o In ey

I 1 understand that by submitting data to Dryad, | am agreeing to release it under the terms of the
Creative Commons Zero (CCO) waiver. All authors of the data have agreed to the terms of this
waiver. Why does Dryad require CC0? () EZ.
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Why CC0? (@

Easy to share
Easy to re-use
Easy to remix

 Attribution = cultural norm
» Data copyrightable?

» \Warm fuzzy open science feelings
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About Dryad
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Dryad Documentation

Data from: Towards a worldwide wood economics spectrum

When using this data, please cite the original article:

Chave J, Coomes D, Jansen 3, Lewis SL, Swenson NG, Zanne AE (2009) Towards a worldwide wood
economics spectrum. Ecology Letters 12: 3561-366. doi:10.1111/.1461-0248.2008.01285.x

Additionally, please cite the Dryad data package:

Zanne AE, Lopez-Gonzalez G, Coomes DA, llic J, Jansen 5, Lewis 5L, Miller RB, Swenson NG,
Wiemann MC, Chave J (2009) Data from: Towards a worldwide wood economics spectrum. Dryad Digital
Repository. doi:10.5061/dryad.234

Cite | Share
Dryad Package doir10.5061/dryad.234 1749 views
Identifier
Abstract Wood performs several essential functions in plants, including mechanically supporting

aboveground tissue, storing water and other resources, and transporting sap. Woody tissues are
likely to face physiological, structural and defensive trade-offs. How a plant optimizes among these
competing functions can have major ecological implications, which have been under-appreciated by
ecologists compared to the focus they have given to leaf function. To draw together our current
understanding of wood function, we identify and collate data on the major wood functional traits,
including the largest wood density database to date (8412 taxa), mechanical strength measures and
anatomical features, as well as clade-specific features such as secondary chemistry. We then show
how wood traits are related to one another, highlighting functional trade-offs, and to ecological and
demographic plant features (growth form, growth rate, latitude, ecological setting). We suggest that,
similar to the manifold that tree species leaf traits cluster around the "leaf economics spectrum’, a
similar ‘wood economics spectrum’ may be defined. We then discuss the biogeography, evolution
and biogeochemistry of the spectrum, and conclude by pointing out the major gaps in our current
knowledge of wood functional traits.

Keywords evolution, functional ecology, plant economics, trade-offs, wood
Date Deposited 2008-02-04T23:35:247

Show Full Metadata

% 0®B g

Global Wood Density Database 3se1 downioads View File Details

Please direct all correspondence to G. Lopez-Gonzalez <G.Lopez-Gonzalez@leeds.ac.uk>
Download: GlobalWoodDensityDatabase xls ( 2.047Mb )

To the extent possible under law, the authors have waived all copyright and related or neighbaring
rights to this data.
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Data from: Novel forests maintain ecosystem processes after the decline of native tree species

When using this data, please cite the original article: e

Mascaro J, Hughes RF, Schnitzer A (2011} Novel forests maintain ecosystem processes after the decline of
native tree species. Ecological Monographs 82(2): 221-228. doi:10.1890/11-1014 .1

Additionally, please cite the Dryad data package:

Mascaro J, Hughes RF, Schnitzer SA (2011) Data from: Nove| forests maintain ecosystem processes after the
decline of native tree species. Dryad Digital Repository. doi:10.5061/dryad.rs7b0

Dryad Package
Identifier

Abstract

Date Deposited

Show Full Metadata

Cite | Share

Ecological

doi:10.5061/dryad.rs7bl

131 views

The positive relationship between species diversity (richness and evenness) and critical ecosystem functions, such as
productivity, carbon storage, and nutrient cycling, is often used to predict the consequences of extinction. At regional scales,
however, plant species richness is mostly increasing rather than decreasing because successful plant species introductions far
outnumber extinctions. If these regional increases in richness lead to local increases in diversity, a reasonable prediction is
that productivity, carbon storage, and nutrient cycling will increase following invasion, yet this prediction has rarely been tested
empirically. We tested this prediction in novel forest communities dominated by introduced species (-~ 90% basal area}in
lowland Hawaiian rainforests by comparing their functionality to that of native forests. We conducted our comparison along a
natural gradient of increasing nitrogen availability, allowing for a more detailed examination of the role of plant functional trait
differences (specifically, N2-fixation) in driving possible changes to ecosystem function. Hawai'i is emblematic of regional
patterns of species change; it has much higher regional plant richness than it did historically, due to > 1000 plant species
introductions and only = 71 known plant extinctions—resulting in an approximately 100% increase in richness. At local scales,
we found that novel forests had significantly higher tree species richness and higher diversity of dominant tree species. We
further found that aboveground biomass, productivity, nutrient turnover (as measured by soil-available and litter-cycled
nitrogen and phosphorus), and belowground carbon storage either did not differ significantly or were significantly greater in
novel relative to native forests. We found that the addition of introduced N2-fixing tree species on N-limited substrates had the
strongest effect on ecosystem function—a pattern found by previous empirical tests. Our results support empirical predictions of
the functional effects of diversity, but they also suggest basic ecosystem processes will continue even after dramatic losses of
native species diversity if simple functional roles are provided by introduced species. Because large portions of the Earth's
surface are undergoing similar transitions from native to novel ecosystems, our results are likely to be broadly applicable.

2012-05-01T21:27:472
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Joint Data Archiving Policy: 31 partner journals

ISYstématié Biolo gy
Her edlty Americn

@ PLOS | renter,

( BioMed Central

The Open Access Publisher

EVOLUTION

INTERNATIONAL JOURNAL OF ORGANIC EVOLUTION

MOLECULAR BioLOGY AND EVOLUTION
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NESCent Data, Software and Publication Policy

Overview
The open availability of data, software source code, methods, and results 1s good
scientific practice and a key ingredient of synthetic research. In order to promote

NSF Data Management Plan Requirements

Beginning January 18, 2011, proposals submitted to NSF must include a supplementary
document of no more than two pages labeled "Data Management Plan” (DMP) . This
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RESEARCH ARTICLE OPEN a ACCESS

Featured in PLOS Collections

Who Shares? Who Doesn't? Factors Associated with Openly
Archiving Raw Research Data

Proportion of articles with shared datasets, by year
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Piwowar (2011) doi:10.1371/journal.pone.0018657
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DRYAD ~4% of all published
phylogenetic trees
Stoltzfus et al 2012
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Data Reuse and the Open Data Citation Advantage: Piwowar, Carlson and Vision @
https://github.com/hpiwowar/citation11k/blob/master/analysis/stats.md



Tell the full story of your
research impact.

ImpactStory aggregates altmetrics: diverse impacts from
your articles, datasets, blog posts, and more.

III].P aCtStOIY. create about follow register login B ETA

Send ns your
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MY Collection 12 items (expand all) update = jSON | €SV | w Tweet! 0

article

Mega-phylogeny approach for comparative biology: an alternative to supertree and supermatrix

approaches &
(2009) Smith, Beaulieu, Donoghue BMC Evol Biol

dataset

Data from: Understanding angiosperm diversification using small and large phylogenetic trees &4 highty viewad
(2011) Smith, Beaulieu, Stamatakis et al. Dryad Digital Repository

software

phlawd &

(2010) phylogenatics with databases GitHub

treePL &

(2012) Phylogenatic penalized likelihood GitHub

::[g L??hgijrvcrs ion of lagrange GitHub
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shareable

= Publish your negative data

d iscoverable » Quick and simple upload Citable

= All formats of research accepted

= Secure and accessible = All published research is citable
= Easy to manage your research data » Cloud based service
- 1GB private space = Always available

* Unlimited public space

CCO (datasets)

@ / CCO can be particularly important for the sharing of data and databases, since it otherwise may be
ZERO unclear whether highly factual data and databases are restricted by copyright or other rights.
Databases may contain facts that, in and of themselves, are not protected by copyright law.
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NESCent

Mational Evolutionary Synthesis Center

http://datadryad.org
http://nescent.org

Thanks to
Todd Vision (Dryad) @tjvision
Heather Piwowar (ImpactStory) @researchremix
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